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Abstract: Objective To investigate the influencing factors of the efficacy on virologic response of the standard antiviral
therapy in patients with chronic hepatitis C(CHC) and to provide a reference value for clinical treatment. Methods The
data of 97 patients with CHC were analyzed retrospectively. The conditions of hepatitis C virus( HCV) genotypes, HCV
RNA , and 158099917 genotypes in interieukin-28B ( I[L.-28B) gene were determined, respectively. The patients were all
given the standard antiviral therapy. The influencing factors of rapid virological response( RVR) ,early virological response
(EVR) , end-of-treatment virological response( ETVR) and sustained virological response (SVR) were compared and ana-
The RVR,EVR,ETVR and SVR rates were significant differences in HCV genotype 1 group
and in HCV non-genotype 1 group,in rs8099917 genotype TT group and in rs8099917 genotype GT + GG group, respec-
tively (x* =9.359,11.440,6.346,8. 147,9.938,7. 413 ,4. 564 ,4.229; P <0.05). The independent impact factors of
RVR were HCV non-genotype 1,high levels of ALT and AST,low HCV RNA level, and rs8099917 genotype TT;of EVR
were HCV non-genotype 1 and low HCV RNA level;of ETVR was high ALT level;and of SVR were HCV non-genotype 1,
high ALT level ,and rs8099917 genotype TT. Conclusion HCV non-genotype 1,high ALT level ,and 1s8099917 genotype

lyzed , respectively. Results

TT are important favorable factors for SVR in patients with CHC.

Key words : Hepatitis C virus ; Pegylated interferon ; Ribavirin ; Virologic response ; Influencing factor

A AT 48 9% 2 (hepatitis C virus, HCV) £ 2 3k)™
ARG R AR AT T
BERWAEAF R G GRS ERE, R T
PER IS A A ARAT & HARMEIR ST 5 385 18 Py B
# (chronic hepatitis C, CHC) Zg3 MG AL bR R T 194
SRR AL 2 (sustained virologic response, SVR) 3R] &
5 80% L 1 EAEIR R T A, H SVR AR AF]
BRSO it ABFSTE AT CHC SR HR
WERTT IR AR N A IS I 3R, B TE N Im IR EE 127
Yrfe, BT
| ARSI
1.1 e AEFH 201141 H—2013 446 ALET T

BEE£WMB Wil 7 3 B R B 2% 3 4 (2010A610075, 2012-
A610248)
BEEEE %% , E-mail ; huairongb666 @ 126. com

BBz R CHC 3% 97 ], Horp 534 S8 i, &
P39 ], AR 4% 17 ~ 70 %, i 4R IE 38 %, 2T &
o PR R RV T 48 B2 B IR e B A ) A o 5
FEHEBR A AT 2 5 7 S N 28 e i ke e g el g, o L
ARG s HEBRAT T 40 R A AR R o

L2 BHFFHEAFAFI AL BEWARTRL
BET IR a2a G A AAIGYT P RS IROPEN
PR REVE T 9 1 [ SR e 5 P 46 1 ) ROBRHE o JAYT i
FNARYT 4.12.24 .36 .48 Jii] A5 24 it 15 24 Jal InF A6 )
HCV RNA, DLt i# 55 8 % W 2 (rapid virologicalre-
sponse, RVR) | B #1195 B % I & (early virological re-
sponse , EVR) | V& T 45 R I} i 5 2% W & ( end-of-treat-
ment virological response, ETVR) | 35 £ 5 8 %% I &
(SVR)E 7 8 A E bRt

1.3 FAMAE S w AL s B, 4351
Rl HCV 5E PR AU | [ 40 fd /) 25 -28B ( interieukin-28B,



AR R 2016 4F 2 H A 14 555 2 1]

Chinese Journal of General Practice, February 2016, Vol. 14, No. 2 - 241 -

IL-28B) & K 5H.4% F iR 22 % 1 (single nucleotide poly-
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Pr-HCV JHY)fES . HCV RNA £ I & ] RT-PCR 2
(ABI7500 PCR #"#4%0) , sg 4521 <107 $5 01/ml Jy[f]
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1.4 IL28B AR oA HOHEEEREIENY
DNA. 1s8099917 FE41 [ 32147 :5° -CCACTTCTGGAA-
CAAATCGTCCC-3’ , T i#5|4%).5° -TCAACCCCACCT-
CAAATTATCCT-3" , PCR 2E 4 6 4 45 158099917 [ [X
Bro UG5 DNA B Bht I 5 e v Uk 43 9, 4
1k, HE R P (ABI3130 HU43Hr4%) .
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2.1 HCV AR A HCV RNA % rs8099917 % K %l ¢4
oA 97 Bl HCV JE[A 1a B 2 ] (2. 1% ) (1D
54 5] (55.7% ) 2a B 15 5] (15.5% ) 3a &1 7 fi
(7.2% ) 3b %I 8 5] (8.2% ) .6a %I 11 4] (11.3% ),
HCV RNA JE 4 (1 x10°) ~ (8.45 x 10°) $£ 01 /ml,
rs8099917 L H B4 HE TT % 55 4] (56. 7% ) .GT %4 35
#(36.1% ) .GG #4 7 45l (7.2% ), HCV P 1 A2
56 i, Horpr TT 130 5], GT + GG %4 26 4] ;F 1 BUZH 41
), E # TT % 25 #i], GT + GG A 16 f4i; 2 2 [A]
158099917 JE [H 7l i 4 p 22 7 G 24 B L (¢ =
0.529,P =0.467) .

2.2 B hwMAABEIREAE HCV LHE A
F1 rs8099917 LRI 7Y 4341 iy K8 & FE 1 ) L AF 6% IR T T
S KO e R AT O I E R LG R X
(P>0.05), W31,

&1 97 fi| CHC 835 AOBEARHIE LA (v £ 5)

il Bk P (/4 (%) ALT(IU/L) AST(IU/L) HCV RNA(log,o#% J1/ml)
FEH 1 w4 56 33/23 39.1+10.5 108.1+114.5 79.7 £69.6 6.6+1.0
AR mg 41 25/16 40.4 £12.5 88.8 £65.3 77.6 +87.4 6.3x1.3

TT 41 55 35/20 39.7+10.1 109.6 +115.0 79.5+70.2 6.4=0.8

GT + GG 4 42 24/18 41.2£11.7 87.2 £65.3 77.8 £86.3 6.5+1.2
SiHE x> =0.041,0.421  ¢=0.585,0.677  Z=0.610,0.907  Z=0.358,0.208 ¢t=1.257,0.492
P 0. 839,0. 516 0. 560,0. 500 0. 542,0. 3665 0.720,0. 836 0.212,0.624
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HCV LA — @ fy bl . R 2
1) HCV SLOE RN 1b Je 2a, HAr A HIX 22 5480k b

7 4l DX PR A o — | L T i 2a 0 3 5 B O b X
RIRIFp AL, L 1b KIS 3 2a 3a 3b K 6a IS H
BR ] ,6a B EEAME TERIT = MMM . AT
e, FE A 6a B A 5 HL B (LRSS =4 , 7T RE
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F 4 3K15 RVR .EVR ETVR F1 SVR 520K % 1 Logistic [8]J3 2047

EALESES HIEES ' B FrifEiR Wald {E OR {H PH 95% CI
RVR HCV FE R #Y 1.269 0. 546 5.400 3.558 0. 020 1.22 ~10.37
ALT 0.012 0. 006 4.017 0. 988 0. 045 0.98 ~1.00
AST 0. 029 0.010 7.855 1. 029 0. 005 1.01 ~1.05
HCV RNA -0.699 0.243 8.292 0.497 0. 004 0.31 ~0.80
rs8099917 St [K 7l 2.386 1. 027 7.792 0.118 0. 005 0.03 ~0. 62
EVR HCV B 7Y 1. 580 0.716 4. 865 4.853 0. 027 1.19 ~19.75
HCV RNA -0.722 0.348 4.297 0.486 0.038 0.245 ~0.96
ETVR ALT 0.038 0.018 4.530 1. 039 0. 033 1.00 ~ 1. 08
SVR HCV FE [ Y 1. 660 0. 828 4.021 5.261 0. 045 1. 04 ~26. 65
ALT 0. 044 0.018 6.175 1. 045 0.013 1.01 ~1.08
158099917 J [K 7} 2.217 0. 811 7.481 0. 109 0. 006 0.02 ~0.53
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